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WHAT IS CLAIMED IS: 



1. AViucleic acid probe for measuring human 
gene expression, \omprising : 

a nucleoside sequence as set forth in any one 
of SEQ ID NOs: 16,835 - 33,299, the complement thereof, 
or a fragment of saici SEQ ID NO: or said complement, 

wherein sai\d probe is a single exon probe 
that hybridizes under\high stringency conditions to a 
nucleic acid molecule Expressed in human cells or 
tissues . 



2. A single pxon nucleic acid probe 
according to^gla^ im 1 , wh^fein 

said nucleotide 
exon SEQ ID NOs: set fort 
thereof, or a fragment of 
complement, 

and wherein saMl drobe 
stringency conditions tal a n^cle'ic acid molecule 
expressed in human brain 



vsequeiice/ is selected from the 
n T^rble 4, the complement 
ai^r SIEQ ID NO: or said 



hybridizes under high 



3. A single exon nucleic acid probe 
according to c<t ; a.i] ^ 1^ wherein: 

said nucleotide sequence is selected from the 
exon SEQ ID NOs: set forth in Tabl\e 5, the complement 
thereof, or a fragment of said SEQ\ID NO: or said 
complement, 



jfein saic 
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and wherein said probe hybridizes under high 
stringency conditions to a nucleic acid molecule 
expressed in human heVrt. 



4. A singl4 exon nucleic acid probe 
according to claim 1, wherein; 

said nucleotid^ sequence is selected from the 
exon SEQ ID NOs : set forth in Table 6, the complement 
thereof, or a fragment of \said SEQ ID NO: or said 
complement, 

and wherein said V >robe hybridizes under high 
stringency conditions to a Nucleic acid molecule 
expressed in human liver, 



5. A single 
according to claijn^ whe 

said nucleotide 
exon SEQ ID NOs: set fort 
thereof, or a fragment o 
complement, 




acid probe 

selected from the 

the complement 
NO: or said 



and wherein said probe \hybridizes under high 
stringency conditions to a nuclei^ acid molecule 
expressed in human fetal liver. 



6. A single exon nucleic\ acid probe 
according to ci^Ln^^ 

said nucleotide sequence is\ selected from the 
exon SEQ ID NOs: set forth in Table 8 A the complement 
thereof, or a fragment of said SEQ ID KfO: or said 
complement, 



and wherein said probe hybridizes under high 
stringency conditions to a nucleic acid molecule 
expressed in human placenta, 

7. A sinhle exon nucleic acid probe 
according to ^cla^m ^l A wherein : 

said nucleoside sequence is selected from the 
exon SEQ ID NOs : set fbrth in Table 9, the complement 
thereof, or a fragment \of said SEQ ID NO: or said 
complement, 

and wherein saUd probe hybridizes under high 
stringency conditions to \a nucleic acid molecule 
expressed in human lung, 



A single exiki m.cleic acid probe 



according to claim 1, wherein: 

/ 



said nucleoti 
exon SEQ ID NOs: set fo^yfch, 
thereof, or a fragment /^f sai^ 
complement, 




nee is selected from the 
T|able 10, the complement 
SEQ ID NO: or said 



and wherein said probe hybridizes under high 
stringency conditions to a nucl\eic acid molecule 
expressed in human bone marrow. 



9. A single exon nucleic acid probe 
according to claim 1, wherein: 

said rtec], pot ide sequence i\s selected from the 
exon SEQ ID NOs: set forth in Table M, the complement 
thereof, or a fragment of said SEQ ID\JSTO: or said 
complement, 
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and wherein said probe hybridizes under high 
stringency conditions to a nucleic acid molecule 
expressed in HeLa cells. 



10. A sindle exon nucleic acid probe 
according to claim 1,\ wherein: 

said ntrc-tee^aide sequence is selected from the 
exon SEQ ID NOs : set fbrth in Table 12, the complement 
thereof, or a fragment \of said SEQ ID NO: or said 
complement, 

and wherein skid jprobe hybridizes under high 
stringency conditions t/} y k Nucleic acid molecule 
expressed in BT 474 eel 



11. A sin 
according to ciaiml 

said nucle 
exon SEQ ID NOs: set 



whe: 



con nucleic acid probe 
ie:.n: 



tide sequence is selected from the 
forth\ in Table 13, the complement 
thereof, or a fragmeht of sl^id SEQ ID NO: or said 
complement, 

and wherein said ptobe hybridizes under high 
stringency conditions to a nucleic acid molecule 
expressed in HBL 100 cells, 



12. The single exon hucleic acid probe of 
^ajLm 1, wherein said fragment iVicludes at least 20 
contiguous nucleotides of said SB£) ID NO: or the 
complement thereof. 
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13. Thev single exon nucleic acid probe of 
claim 1, wherein sAid fragment includes at least 25 
coTrt-iguous nucleotides of said SEQ ID NO: or the 
complement thereof , 



m 



m 



m 

fit 

I far 

Ui 



14. The siVigle exon nucleic acid probe of 
„claim 1, wherein said\ fragment includes at least 50 
contiguous nucleotides\ of said SEQ ID NO: or the 
complement thereof . 



15. The single exon nucleic acid probe of 
^claim 1, wherein said probe further comprises, 

contiguous to a first eira on said fragment, a first 
intronic and/or interge/nlc sequence that is identically 
contiguous to said frahm^^\n the human genome, 

16. The s 
-Gi^ijril5, wherein sa 

contiguous to a seco 



in nucleic acid probe of 
further comprises, 
said fragment, a second 
intronic and/or inte'rgenic sequence that is identically 
contiguous to said fragment in the human genome. 




17. The single exori nucleic acid probe of 
cTT§^tm^l6, wherein said probe comprises a nucleotide 
sequence selected from any one ©f SEQ ID NOs : 1 - 
16,834, or the complement thereof 



18. The single exon nucleic acid probe of 
im 17, wherein: 
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said probek comprises a nucleotide sequence 
selected from the prbbe SEQ ID NOs : set forth in Table 
4, or the complement Ythereof , 

and wherein \said probe hybridizes under high 
stringency conditions to a nucleic acid molecule 
expressed in human brain. 
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19. The singl\e exon nucleic acid probe of 
claim 17, wherein: 

said probe comprises a nucleotide sequence 
selected from the probe SEQ ID NOs: set forth in Table 
5, or the complement thereof, 

and wherein saidl probe hybridizes under high 
stringency conditions to a\r^cleic acid molecule 
expressed in human heart, 



20. The sing} 
claim 17, wherein: 



expn nucleic acid probe of 



said probe comprises a nucleotide sequence 
selected from the probe SEQ ID NOs: set forth in Table 
6, or the complement thereof, \ 

and wherein said prone hybridizes under high 
stringency conditions to a nucleic acid molecule 
expressed in human liver. 



4 21. The single exon nucleic acid probe of 

claim^l^ wherein: 

said probe comprises a nucleotide sequence 
selected from the probe SEQ ID NOs:\set forth in Table 
1, or the complement thereof, 
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and wherein said probe hybridizes under high 
stringency conditions to a nucleic acid molecule 
expressed in human fetal liver. 
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22. The si\ngle exon nucleic acid probe of 
claim 17, wherein: 



said probe comprises a nucleotide sequence 
selected from the probfe SEQ ID NOs : set forth in Table 
8, or the complement thereof, 

and wherein said probe hybridizes under high 
stringency conditions to a nucleic acid molecule 
expressed in human placJ^Lta, 



23. The sine 



3n nucleic acid probe of 



/e ex* 

.aim 17, wherein said/prot5d comprises a nucleotide 



sequence selected fror 



le probe SEQ ID NOs: set forth 



in Table 9, or the cdmplWent thereof, 

and whereip said\probe hybridizes under high 
stringency conditions to a pucleic acid molecule 
expressed in human lung. 



24. The single exqn nucleic acid probe of 
Llaim 17, wherein: 



said probe comprises! a nucleotide sequence 
selected from the probe SEQ ID\NOs: set forth in Table 
10, or the complement thereof, 

and wherein said probe\ hybridizes under high 
stringency conditions to a nuclerp acid molecule 
expressed in human bone marrow. 




25. 

claim 17, wherein: 
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single exon nucleic acid probe of 



said prone comprises a nucleotide sequence 
selected from the probe SEQ ID NOs : set forth in Table 
11, the complement tnereof, or a fragment of said SEQ 
ID NO: or said complement, 

and wherein \said probe hybridizes under high 
stringency conditions \:o a nucleic acid molecule 
expressed in HeLa cell; 



26. The single exon nucleic acid probe of 
claim 17, wherein: 



said probe co: 
selected from the probe 
12, the complement therj 
ID NO: or said complem 

and wherein 
stringency condition 
expressed in BT 474 




s a nucleotide sequence 
ID^NOs: set forth in Table 
c a fragment of said SEQ 

probe hybridizes under high 
c acid molecule 



27. The single ex^pn nucleic acid probe of 
claim 17, wherein: 

said probe comprise^ a nucleotide sequence 
selected from the probe SEQ ID NOs: set forth in Table 
13, the complement thereof, or\ a fragment of said SEQ 
ID NO: or said complement, 

and wherein said prob^ hybridizes under high 
stringency conditions to a nucle\lc acid molecule 
expressed in HBL 100 cells. 
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28. The jingle exon nucleic acid probe of 
j^la-j^n^l , wherein saiu probe is no more than 25 kb in 
length . 



29. The single exon nucleic acid probe of 
claim 1, wherein said probe is no more than 5 kb in 
lengtlT. 



30. The single exon nucleic acid probe of 
claim 1, wherein said prope lacks prokaryotic and 




leic acid probe of 
cs homopolymeric 



bacteriophage vector sequence. 

31. The single 
claim 1, wherein said pro 
stretfcTies of A or T. 



32. A nucleic// acid probe for measuring human 
gene expression, comprising: 

a nucleotide sequence that encodes, or the 
complement of which encodes, at least 8 amino acids of 
any one of SEQ ID NOs:33,300 -149,117, 

wherein said probe is\a single exon probe 
that hybridizes under high stringency conditions to a 
nucleic acid molecule expressed i\i human cells or 
tissues . 



33. A spatially-addressab 
exon nucleic acid probes for measuri 
expression, comprising: 



e 



set of single 
human gene 



# 
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a plurality of single exon nucleic acid 
probes according J:o \claim 1, 

wherein eaih^rf— s^aid plurality of probes is 
separately and addres^sably isolatable or amplif iable 
from said plurality. 



cn 



P 



34. The spatially-addressable set of single 
exon nucleic acid probes of-_j^Laj^ wherein each of 
said plurality of probes is amplifiable using at least 
one common primer, 

35. The spatiilly-addressable set of single 
exon nucleic acid probes lof^^la^in^ wherein said set 
comprises between 50 - 20l0Q0 single exon nucleic acid 
probes . 



36. The spa 
exon nucleic acid prob 
average length of the /single 
is between 50 bp and 750 bp 




^ -pddressable set of single 
of\ c^-ji im 3_3 , wherein the 

xon nucleic acid probes 



37. The spatially-addressable set of single 
exon nucleic acid probes of \s^Wim 33, wherein at least 
50% of said single exon nucleic^cifd probes lack 

vvectoj 



prokaryotic and bacteriophage 



>r sequence. 



38. The spatially-addressable set of single 
exon nucleic acid probes of <^aim\33, wherein at least 
50% of said single exon nucleic ac^d probes lack 
homopolymeric stretches of A or T. 



39. Th& spatially-addressable set of single 
exon nucleic acid probes of claim 33, wherein said 



probes are addressat\Ly disposed upon a substrate, 

40. A single exon microarray for measuring 
human gene expression,! comprising: 

a spatially-kddressable plurality of single 
exon nucleic acid probes according claim 1. 



41. A single jexon microarray for measuring 
human gene expression, cpmprising; 

a spatially-addressable plurality of single 
exon nucleic acid probes \apqording to any one t>£ claims 
2-32. 



42. The sir/gl 
wherein said plurality or $i 
probes averages at least 50 1 



xon 



microarray of claiiji^40, 
ijigle exon nucleic acid 
in length. 



43. The single exon microarray of claim 40, 
wherein said plurality of single exon nucleic atTid 
probes averages at least 75 bp in length. 

44. The single exonmucleic acid microarray 
of ^claJj^ 40, wherein said single exon nucleic acid 
probes are noncovalently bound l\o the substrate of said 
microarray. 



45. A method of measuring human gene 
expression, comprising: \ 
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contacting the microarray of cla^ a 
first plurality of detiectably labeled nucleic acids, 
said first plurality or nucleic acids being derived 
from human gene transcripts; and then 

measuring the\label detectably bound to each 
probe of said microarray, 

said measures of detected label providing a 
measure of human gene expression. 



46. The method! of claim 45, further 



comprising : 

contacting said jmicroarray with a second 
plurality of detectably labeled nucleic acids; 

measuring the label detectably bound to each 
probe of said microarray; 



comparing said 
said comparat 




,and second measurements, 
ures of detected label 



providing a measure of ytjrtiman gene expression. 

47. The method of \c^La im 4 6, wherein said 
first and second pluralities lare distinguishably 
labeled and simultaneously contacted to said 
microarray. 



48. A vector, comprising: the single exon 
probe of claim 1. 



49. An ORF-encoded peptide, comprising: at 
lea3t_^8 contiguous amino acids of any one of SEQ ID 
NOs:33,300 - 49,117 or at least 8 contiguous amino 
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{ 

acids of any one <m SEQ ID NOs:33,300 - 49,117 with 
conservative amino \ acid substitutions . 



50. The dRF-encoded peptide of claim 49, 
wherein said peptide! comprises at least 15 contiguous 
amino acids of any one of SEQ ID NOs:33,300 - 49,117 or 
at least 15 contiguous amino acids of any one of SEQ ID 
NOs:33, 300 - 49, 117 w\i_th conservative amino acid 
substitutions . 



U 3 

ry 
w 



51. An isolated antibody, wherein said 
antibody binds specifically to a peptide according to 
claim 49. 



52. A metho^lof selling and/or licensing 
single exon probes to a ^customer desiring to measure 
gene expression, comprising: 

making avai/lab l^for computerized query a 

p^mfaljlty of records, each record 

corresponding to a/singl^ 4 exon probe according to claim 
1/ 



wherein said database responds to a customer 
query by returning to the ^customer at least one record, 
or an identifier of said record, that satisfies the 
customer query criteria, th^ probes to which said 
records correspond being available for sale and/or 
licensing. 



53. A method of seluing and/or licensing 
single-exon microarrays to a customer desiring to 
measure gene expression, comprising: 
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making available for computerized query a 
database having a plurality of records, each record 
corresponding to a microaVray according to c^^im^O , 

wherein said danabase responds to a customer 
query by returning to the customer at least one record, 
or an identifier of said record, that satisfies the 
customer query criteria, the microarrays to which said 
records correspond being available for sale and/or 
licensing. 



54. A method of RrovidTng human gene 
expression data by subscription, comprising: 



r computerized query a 
cords, each record 



f a single exon probe 



making available 
database having a plurality ol 
including data on the express' 
according to ^cr laim 1, 

wherein said//databas^ responds to a query by 
a customer having a siibscriptien, but not to a query by 
a customer lacking such subscription, by returning at 



J 



least one record, or identif ier|of said at least one 
record, that satisfies the customer query criteria. 



55. A computer readablie storage medium 
storing instructions that, when executed by a computer, 
causes the computer to perform the\ method of any one of 
claims 52 to 55. 



56. A computer system, comprising a 
processor programmed to perform the n\ethod of any one 
of claims 52 to 55. 
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57 . A compkter readable storage medium 
containing a database Raving a plurality of records, 
each record including data on the expression of a 
single exon probe according— tQ claim 1 



□ 



m 

m 



m 
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A method of\ financing a company that 



/ 



makes and sells single exon\probes 
microarrays, or expressio 
comprising : 




single exon 
tained therefrom, 



making known thfe availability for 
distribution, sale, and/<$fr liceVis'e of single exon 
probes, single exon microarrays ,\ and/or data therefrom; 
and then 

selling stock in said coVpany, 



n 
u 



(V' ) 



